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B. SC. (HONS.) IN BIOCHEMISTRY
(BSCBCH)

Term-End Examination

December, 2024

BBCS-185 : BIOINFORMATICS

Time : 2 Hours Maximum Marks : 50

Note : (i) Attempt any five questions.

(it) All questions carry equal marks.

1. Explain the following terms in 1-2 sentences :
4x2=10
(1) Gap penalty in sequence alignment
(1) Conserved region in sequence
(1) CADD
(iv) Primary database (biological)

2. (a) Differentiate between sequence similarity

and sequence homology. 2%
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(b)

(c)

(b)

(b)
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What 1s FASTA sequence format and its
use ? 2%
Expand the following acronyms : 5X1=5
(1 NGS

(11) BLAST

(1) RCSB

(ivy EMBL

(v) GUI

What are SCoP and CATH ? Explain
briefly. 5
Differentiate  between  primary and

secondary biological databases. 5

Describe the basic operations of a
computer. 5

Write short notes on the following :
2x2:=5
2
(1) WAN

(i1) Search engines

5. Explain the following terms in brief :  5x2=10

@)

High scoring segment pair

(11) Homologous sequences
(i11) Curated databases

(1v) GenBank

(v)

Transcriptome
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6. Explain different methods for pairwise
alignment of nucleotide and protein sequences.

10

7. (a) What are alignment scoring matrices ?

Discuss their uses. 5

(b) How does local alignment of sequences
differ from global alighment ? Explain
briefly. 5
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() 3TIHH FHMI R 3TIhH FHSTadl & o
SR 2
(@)FASTA STHH HHS 3R THHT STHAN

e ? 2%
(1) frfafaa o €49 &1 fawr sifse .
5x1=5
() NGS
(i) BLAST
(iii) RCSB
(iv) EMBL
v) GUI
(F)SCoP 3R CATH #1 & ? §&Y H Twemsy)
5
(@) wufie IR fedtaes Jfaew Se@y & o«
A AR 5
(F)Th FFIR F Hifdsh ARIE H A
hITSTT) 5
(@) frefafas w gfyw fewforr fafen .
2x2§:5
() WAN
(i) @ 39
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o [N

5. fr=fafad =g = 989 § §HEET ¢ 5%x2=10

() BT R HS TR

(i) FSIrd 3TshH
(iil) FLES SEEH
(iv) GenBank
(v) FrEfeem

6. —faasiicge 3R WM SFAl & Wie STER
@ &t fafa= faft@l &t smen & 10

7. (F)HEu @I #fgem F g4 € 2 T
STYANT i == hiter| 5

(@) ITHAl 1 THE W@ dAfyas W@ 9
e yaR ot i ? 2 "ew o saeul 5
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