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B. SC. (HONS.) IN BIOCHEMISTRY
(BSCBCH)

Term-End Examination

June, 2026

BBCCT-123 : GENE EXPRESSION AND
REGULATION

Time : 3 Hours Maximum Marks : 70

Note : (i) Attempt any seven questions.
(it) All questions carry equal marks.

(iti) Draw  diagrams or flowcharts

wherever required.

1. (a) What are the functions of transcription

factors ? 5
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(b) Explain the role of sigma factor in

bacterial transcription. 5

2. (a) Write the steps involved in eukaryotic

transcription. 5

(b) Discuss the application and mode of

action of actinomycin D and rifampicin.
5
3. (a) Enlist the functions of 5! capping of
eukaryotic mRNA. 5

(b) What are introns and exons ? Explain

characteristic features of introns. 5

4. State whether the following statements are

true or false and justify your answer :
2x5=10

(a) Some introns carry open reading frames

and code for proteins
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(b) Each amino acid is encoded by only one

codon.
5. (a) Who proposed Wobble hypothesis ?
Explain its significance. 5
(b) Draw tertiary structure of tRNA and

enlist its function. 5

6. Write brief notes on any two of the following :
2x5=10
(a) mRNA structure
(b) Conjugation
(c) RNA editing
7. (a) Compare the process of protein

synthesis in prokaryotes and

eukaryotes. 5

(b) Describe the structure and mode of

action of antibiotic puromycin. 5
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8. Explain the functions of any two of the

following : 2x5=10
(a) Operon
(b) SOS response
(c) DNA binding domain
9. (a) Differentiate between Heterochromatin

(b)

and Euchromatin. 5

How 1is galactose metabolism regulated

in yeast ? 5
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it aE, -4, () SerarEd
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gag : 3 yo2 SIféhad 37%F : 70

qig: (i) (< Qrd 797 & W T/
(ii) T T & 3F GAA G
(iii) &l o s7ava® &, 7 aon v aEg/

1. (%) TG I & F HE B & ? 5

(@) SamvEE saes # fF W (o) Re &

JfHehT TS hHITSIT | 5

D-4286/BBCCT-123 P.T.O.



[6] BBCCT-123

2. (%) FHThHSH SToed H wifHA WO @l

fafem 5
(@) Fehfafem don TRAmERE D & sy SR
HT-Tgid I ==l hifold | 5

3. (&) gHmeh<ssh! mRNA # 51 M99 & wE&T 6l
115“5‘@ hITSTT | 5

(@) WA R 39 N B € 7 SUM
fargrorand Tw=meT | 5

4. 9arzu T frafafea wem g € = o 3R 3T

S 1 Siifae fag SIS . 2x5=10

(%) %8 329 § A dfen B 37 & S WA
HIS F & |

(W) Y& THHI 3T Teh hie g Shifed Bidl 8
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5. (%) Ao Ufieheu fHay y&aifad &1 3R =9

e ol SRS HifaIT | 5

(@) tRNA &1 Fadiaeh ST IA1EY, 3TR 38 1l

%l YTelg TSI | 5
6. Trafafea & @ fr<l & W it fewfory fafa .

2x5=10
(%) mRNA H&=
(@) g
(1) RNA tfefen
7. (%) Qs 3R THHESHT T GRAT HT
fopafafe=i &1 qar ifsT | 5
(@) wImEfET Teemfer ® O GET SR
HRE-Tgfd ki =men ST | 5

o o

8. Tr=afafed d @ fosdi ¥ & <l =1 =aren Sifs ¢

2x5=10
() AR

D-4286/BBCCT-123 P.T.O.



[8] BBCCT-123

(@) SOS rfwan
(71) DNA S&FeRt SHA

9. () ThMHTeA a1 FhMfeA | TR HIwCI 5

(@) AL # T Su=g &l %49 e fen

T ? 5

X X X XX
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