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Note : (i) Attempt any five questions.  

 (ii) All questions carry equal  

marks. 

1. (a) Give an overview of computer aided 

drug design. 5 
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 (b) Define the following terms : 5×1=5 

  (i) P-value 

  (ii) Operon 

  (iii) Scaffold 

  (iv) Proteomics 

  (v) cDNA Library 

2. Explain the following : 5+5=10 

 (a) Metabolic pathway databases 

 (b) Drug Bank 

3. Write short notes on the following : 4×2½=10  

 (a) Zinc database 

 (b) PUBMED 

 (c) UniProt 

 (d) PAM 
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4. (a) Differentiate between pairwise and 

multiple sequence alignment. 5 

 (b) Explain the followings : 2×2½=5 

  (i) Gap Penalty 

  (ii) Alignment Scoring matrix 

5. (a) You have isolated and sequenced a 

protein in the laboratory. Using 

bioinformatics, how will you : 3×2=6 

  (i) Identify the protein ? 

  (ii) Predict its three-dimensional 

structure ? 

  (iii) Visualize the protein structure ? 

 (b) Differentiate between sequence identity 

and sequence homology. 4 
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6. (a) Describe BLAST. What are the different 

types of BLAST ? 5 

 (b) Distinguish between GCG format and 

PIR format. 5 

7. (a) Write a note on Pymol. 5 

 (b) With the help of examples, explain 

search engines. 5 
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 BBCS–185 

ch- ,l-&lh- (vkWulZ) tSo jlk;u 

(ch- ,l-&lh- ch- lh- ,p-) 

l=kar ijh{kk  

twu] 2026 

ch-ch-lh-,l-&185 % ck;ksbuQkWesZfVDl 

le; % 2 ?k.Vs   vf/kdre vad % 50  

uksV % (i) fdUgha ik¡p iz'uksa ds mÙkj nhft,A  

 (ii) lHkh iz'uksa ds leku vad gSaA 

1- (d) dEI;wVj&,MsM Mªx fMtkbu dk voyksdu dhft,A 

     5 

 ([k) fuEu oDrO;ksa dh O;k[;k dhft, % 5×1=5 

  (i) P-eku 
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  (ii) vksisjkWu 

  (iii) LdSQksYM 

  (iv) izksfVvksfeDl 

  (v) cDNA ykbczsjh 

2- fuEufyf[kr dh O;k[;k dhft, % 5+5=10 

 (d) mikip;h iFk MkVkcsl 

 ([k) Mªx cSad 

3- fuEufyf[kr ij laf{kIr uksV fyf[k, % 4×2½=10 

 (d) ftad MkVkcsl 

 ([k) icesM 

 (x) ;wuhizksV 

 (?k) ikWbUV ,lsIVsM E;wVs'ku (PAM) 

4- (d) is;jokbl (tksM+s vuqlkj) vkSj eYVhlhDosUl 

cgqvuqØe ,ykbuesUV ds chp varj dhft,A 5 
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 ([k) fuEufy'f[kr dh O;k[;k dhft, % 2×2½=5 

  (i) xSi iSuYVh 

  (ii) ,ykbuesUV Ldksfjax eSfVªDl 

5- (d) vkius iz;ksx'kkyk esa ,d izksVhu dks i`Fkd vkSj 

vuqØfer fd;k gSA ck;ksbuQkWesZfVDl ds mi;ksx }kjk 

vki dSls % 3×2=6 

  (i) izksVhu dh igpku djsaxs \ 

  (ii) bldh f=&vk;keh lajpuk dk vuqeku djsaxs \ 

  (iii) izksVhu lajpuk dh dYiuk djsaxs \ 

 ([k) lhDosUl vkbMsfUVVh vkSj lhDosUl gkseksyksth ds chp 

vUrj dhft,A 4 

6- (d) CykLV (csfld yksdy ,ykbuesUV lpZ Vwy) dk 

o.kZu dhft,A CykLV fdrus izdkj ds gksrs gSa \ 5 
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 ([k) thlhth QksesZV rFkk ihvkbZvkj QksesZV ds chp vUrj 

dhft,A  5 

7- (d) ikbeksy ij uksV fyf[k,A 5 

 ([k) FASTA QksesZV D;k gksrk gS \ blds mnkgj.k 

nhft,A  5 

× × × × × 

 

 

 

 

 

 

 

 

 

 

 


